: information about the sampling of the individuals, including geographical locations (collections) and dates. The number of individuals that passed the filtering steps as described in the main article is also included. Table S1 . Figure 1B .
Figure S7:
Histogram of the allele frequency of the 13 SNPs belonging to the group identified by LDna (cluster "49_0.18") with the highest LD, for each of the three clusters identified in Figure 1B and 2A. Table S5 : Coefficients from the glm test for the environmental factor (temperature at sea bottom, T TSB ) that showed a marginally significant correlation with allele frequencies of the LDna SNP group (group "49_0.18"). Collection: TO  FROM  DW16 DS16  DE16  VB16  OS15  OB16  TB16  WB16  DW16 0.00744 0.00058 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 DS16 0.00560 0.01220 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 DE16 0.00000 0.00000 0.00626 0.00000 0.00000 0.00000 0.00000 0.00000 VB16 0.00000 0.00000 0.00044 0.00152 0.00254 0.00081 0.00000 0.00000 OS15 0.00000 0.00000 0.00000 0.00000 0.00018 0.00385 0.00000 0.00000 OB16 0.00000 0.00000 0.00000 0.00086 0.00187 0.01370 0.00000 0.00000 TB16 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 0.00025 0.00000 WB16 0.00000 0.00000 0.00000 0.00000 0.00000 0.00000 0.00315 0.01069 Table S6 : Direct drift connectivity between the collections. As the connectivity matrix is unidirectional, the collections in rows (first column) represent the "donors" towards the collections in the columns ("recipient"). 
